Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.007 Å; R factor = 0.053; wR factor = 0.163; data-to-parameter ratio = 7.7.
Related literature

Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.964, T max = 0.985 3761 measured reflections 880 independent reflections 601 reflections with I > 2(I) R int = 0.080 Refinement R[F 2 > 2(F 2 )] = 0.052 wR(F 2 ) = 0.162 S = 1.12 880 reflections 114 parameters 1 restraint H-atom parameters constrained Á max = 0.17 e Å À3 Á min = À0.20 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). et al., 2000) and are nonlinear optical materials (Lacroix et al., 2001) . They can also be used as biological models in understanding the structure of biomolecules and biological processes (Atkins et al., 1985 , Atwood et al., 1997 . Most of their important features of these compounds are their preparative accessibility, diversity and structural variability, which make them more attractive.
In recent years, we have been very much interested in the synthesis and study of salen-type bisoxime derivatives, such as 2,2'- O-H···N hydrogen bond between the N1 atom and the hydroxy proton (Table 1) generating a six membered ring, which with weak C-H···O intermolecular hydrogen bonds, stabilizes the three-dimensional structure of (I).
Experimental 2,2'-[(Propane-1,3-diyldioxy)bis(nitriloethylidyne)]diphenol was synthesized according to an analogous method reported earlier (Dong et al., 2007d) . To an ethanol solution (5 ml) of 2'-hydroxyacetophenone (280.9 mg, 2.01 mmol) was added an ethanol (3 ml) solution of 1,3-bis(aminooxy)propane (105.5 mg, 1.00 mmol). The mixture solution was stirred at 328 K for 3 h. After cool to room temperature, the precipitate was formed, which was filtered, and washed successively with ethanol and ethanol/hexane (1:4), respectively. The product was dried under vacuum and to yield 64.90 mg of the title compound. Refinement H atoms were treated as riding atoms with distances C-H = 0.97 (CH 2 ), or 0.93 Å (CH),O-H = 0.82 Å, and U iso (H) = 1.2 U eq (C) and 1.5 U eq (O). The hydroxyl protons were located directly from a Fourier map. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
Geometric parameters (Å, °)
N1-C4 1.275 (5) C3-H3B 0.9600 N1-O1 1.400 (5) C3-H3C 0.9600 O1-C1 1.432 (5) C4-C5 1.464 (6) O2-C6 1.359 (5) C5-C10 1.383 (6) O2-H2 0.8200 C5-C6 1.410 (6) C1-C2 1.505 (6) C6-C7 1.370 (7) C1-H1A 0.9700 C7-C8 1.366 (7) C1-H1B 0.9700 C7-H7 0.9300 C2-C1 i 1.505 (6) C8-C9 1.374 (7) C2-H2A 0.9700 C8-H8 0.9300 C2-H2B 0.9700 C9-C10 1.358 (8) C3-C4 1.505 (6) C9-H9 0.9300 C3-H3A 0.9600 C10-H10 0.9300
